
Fig. 4. Classic attenuation regulation: a) pheST operon in α-proteobacteria, b) pheA gene in β-proteobacteria. Species acronyms are given in Table 

2. The start and regulatory codons of the leader peptide gene are in bold; the alternative start codon is in green; stop codon - in bold italic; 

terminator – in yellow; antiterminator – underlined. Here, unlike in other Figures, the alignment is not given. 

 
 
a) pheST: 
Mmar 
AUGAGCAAUGCGACGUACUUUUUUGCGGCCUAUUUUGACAACGCAACCCGGGUGGGGGCGGUGGCCGGCUAGAUUGUGCGACAGCGCAACGAAACCAGGGCCUCCCCCACGGGGAGGCCCUUUUCUUUUGUCUGAAGGGAUUACACAC 
OA2633 
AUGACAGCAAACCUCUUUUUCUUCGGCGGCUAUUUCUAUCGUCCCCAUGGGGCCGGUUGACGCUGCUUGCUUGCAAGAAAAAGUCACCAGCCCCGCCCGAUGGCGGGGUUUUUUAUUGGAGAAACGGCA 
ml           
AUGGGGAACCCGCGCUGGCACGGCUGGCGCGGGUUCUUUUGUCUCUGAUGUCUGAACUUUCAACUUAAAAGUGACUUCCACUUUAAAGUCGACUUCCAACGUAGCGAGUUUGACCC 
RB2150 
AUGGGUCGGUUUACAAUCAAAUUAUCUUUAAAUAACCUCCAAAGUGGAGGUUUUUUUAUGUUUUAGGAAACCGCGUUAAUGGUUUGGUCCUCGGCACUAUCGCCCAUGGUAUCGGUACAGCCAAAGCGGUACAGCUAAGCGAACAAGCUGGCGCUUUUGCUU 
Mmc1 
AUGUACUGUUCUACAAUUUUGACUAUUUUCUGAGCCAUCCCACCGCCAUUUUUCAUAUUUGGGAAGGGGGGAUGUCCUUUCACGGUGGUUUGAUUGGAGGCGUGGUGGCUUGCCUGCUCUACGCUCGCAAAAGCCAGAUUCCGUGUUUAAUGUUGGCGGAUUU
GGUCUU 
 
b) pheA: 
BP, BB 
GUGGCCUUCUUCAAGGUGCUGGGUUCGUAUCCGGCGCAAUAGGGCCACGGCGUGGUUGACGCACACCAGGCGGCCGCCGUGACGGAGCGUGUGUCCGUCCGGCGCUGCCAUAUUGUUUUUCUGCAGGU 
BPP  
GUGGCCUUCUUCAAGGUGCUGGGUUCGUAUCCGGCGCAAUAGGGCCACGGCGUGGUUGACGCACACCAGGCGGCCGGCGUGACGGAGCGUGUGUCCGUCCGGCGCUGCCAUAUUGUUUUUCUGCAGGU 
 

 


