
Fig. 17. Classic attenuation regulation: a) gene trpE in Bacteroidetes; b) gene trpE in Thermotogae. Designations as in Figure 4. Alignment not 

shown. 
 

a) trpE: 
BF      
AUGCAAGUAAAUACAUAUUGGUGGUGGCGCCCGUUACAACUCCGACAGUCGUAAGGGAGCAGCGCUCGUAUGUAUAUACCUCAUUAAAGAUAUAACAGAA**********UUUAGAAAGAGCCCUGUCGCAA*CCUGCGACGGGGCUCUUUUUUUUAA 
BVU    
******AUGGUAAAUACAUAUUGGUGGCGUUUCUUACAACUAAACAAGUCGUAAGGGAACCAGACCAUGUAUAUAUACCUGACAUUCUAAAAGGAUAUUC************AAACUGAAGGCCUGUCGUA**CUUACGACAGGCCUUUUUUCGUUAG 
FP      
*********AUGAACACAUUUUUAAACAAUACUUGGUGGUGGAAUAAUUUACGUCAAACGUCGUGAACUAAUCCUCUAUAUUGUAUUUUUAAAACU**********CAAAAUAUAAAAAAGGCUUGUCAAUCA***CGACAAGCCUUUUUUUUGUGCA 
Fjoh    
*********************AUGAACAAUACUUGGUGGUGGAACAAUUUACGUCAAACGUCGUGAACGAAGCUUCCUAUGGUAUUUU*************CAAAACUAUAAAUAUAAAAGGCUUGUCA*UCA***CGACAAGCCUUUUUUU****** 
FB2170  
*********AUGAAAAACAGAACAAAUAAUACAUGGUGGUGGAGUAACUUACGAAAAACGUCGUGAGCAAAGCAUCAUUGUAGUAAA**********************ACUAUAUAAAAGGCUUGUCUAUCA***CGACAAGCCUUUUUUAAUUAUA 
FBBAL38 
*********AUGAUUUCAAUUUUAAACAAUACUUGGUGGUGGUCUAACUUACGUCGAACUUCGUGAGCGAAUCCUGCUAUAGUAUCA**********UUUAAAACCAAAUACAUAGAAAAGGCUUGUCAAUCA***CGACAAGCCUUUUUUUAUUGCC 
GFO     
******************AUGAAAAAAAAUAACUGGUGGUGGAAUAACUUACGUCAAACUUCGUGAGCUAAACUGCUAUUUUCAAUAUAGAA********************AUUAAAAAGGCUUGUUUCA*****CGACAAGCCUUUUUUUAUUGCA 
RB2501  
*********AUGAAAACAUUGAUUACAACAAACUGGUGGUGGGUAUCUGAUCGCGGAACGUCGUGACCUGAGCCCCCCUGUGUUUGUCCACCAUA********************CCUAAGGCUUGUCUGUCA***CGACAGGCCUUUUUUAAUUUUU 
MED134  
*********AUGAAAAACAAUACAGUACAUACUUGGUGGUGGAUUACACAACAAUCGUUGUCGUAAGCACGCACCUAUGUACCAUUCAUAUA**************************CAGCCUGUCUUUA*****CGACAGGCUUUUUUUUUGUUCU 
MED217  
*********AUGAAAAACAAAACAGUAAAUACUUGGUGGUGGAUCUCGCAACAGUAAUGUCGUGAAACAACCUUGUAUUUAAAAUUUAAAUAAC*********************UGAAAGGCCUGUCUCA*****CGACAGGCCUUUUUUGUUUCGC 
P700755 
*********AUGCUUAAAACAAAUAACAAAUCUUGGUGGUGGUCUUUAUUACGUCAAACGUCGUGACUUAGAUCCUGCUAUGUAAAUAUAUCA***********************UAAAGGCUUGUCUAUCA***CGACAAGCCUUUUUUCAUUUAU 
MED152  
*********AUGAAAAACAGUAUAAACAUAUCUUGGUGGUGGAACUCUCUUAACUAAUAAGUGAGUUUAUACCUGUAUGUAAAAAUAUAU************************UAAAAAGGCUUAUCUCA*****CGAUAAGCCUUUUUCAAUUCAA 
PI23P   
*********AUGAAAAAUAAUACAAACAAAACUUGGUGGUGGAACUCUCUUAAUUCAUAAGUGAGAUGAAUCCUAUAUGUUUAUAA*********************CAUAAUAAAAAAAGGCUUAUCUCA*****CGAUAAGCCUUUUUUUAUUAUU 
CHU     
***AUGAAAACAAUUACAGGAACUAAACAAUUGUGGUGGUGCGUGAACUAAUCAGUUCGUGAACAUGCUGCUGUGUCCUGUUUGA******************AAAUAUAUCAAAAAAGAGGCUUGCUGU***UCACGGCAAGCCUCUUUUAUUUUAU 
M23134  
AUGAAUGAAAAAAGUUUACAUAUUACAAGAUGUUGGUGGUGGCACAAAAGAGAACUCUCUUCUGUGAAUAGCCCCGUUGUAUACGUGUAAAACUUUAUUACAUAAAGAUAUAAGCAAAAAGGCUUCCUGU***UCACAGGAAGCCUUUUUGCGUUUUG 
ALPR1   
*********AUGAAAACAUUCGCAAACAAAUAUUGGUGGUGGCAUUCUUAUUCUUUCCAAAAGGAAGUUUAGAAAGCCCCUGCAAUAAAAUUUGCG******UUACGAUAUAGUAUAAAAGGCUUACUGGAU*UUCCGGUAAGCCUUUUUUAUUGAAA 
SCB49   
*********AUGCAAACAACAAACAAUCUUACUUGGUGGUGGAAUAACUCUCGACAAAAAUCGUGAGCUAAGCACUAUUUGGUAUAUAUCAUA**********************CAAAAGGCUUGUCAUU***CACGACAAGCCUUUUUUUUUAUU* 
. 
b) trpE: 
TM, Tpet 
GUGGAGAGGAGUUCAUGGUGGUAUUUGAAACAGGUGAGCGAGACGCGGUGGUAAAAACGAUGGACAACAUUAUGGAGAACAUCAGAAACUUCGACUGGCAGAAGAUAUUCGGAAGUGAAAAGAAAGUAACUUUGAGUGGAGGGGUUGCGUUUUCAAAG 


