
Fig. 24. Classic attenuation regulation of genes ilvВ and ilvI in actinobacteria. Designations as in Figure 4. The gene is annotated as ilvI in Frankia alni (FRAAL). In 

Rhodococcus jostii (RHA1) only two (ilvВ4 и ilvВ5) out of six paralogs have the shown regulations. 
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