Fig. 26. Classic attenuation regulation of gene ilvB in: a-b) B-proteobacteria, c) d-proteobacteria. Designations in b) and c¢) as in Figure 4. In yellow is the sequester, in

green — the predicted ilvB initiation codon. For d-proteobacteria alignment is not shown.

a)

BP GUGCUCAAGGCCGCCAUCGAGUACGGCGGCCCGGCGCUGGUCGACAUCAUCGUCCAGCCGCUGCAGGAAGCGGCGGCCCCGGUCAGCCAGUGGAUGGGCUGAGGCCCGCUUCCUCGAACACGACACGGGCGGGCACAUGACCAGAACAGAACCGGACCAACCGAUGGGCGCGGCUCCGG
BB GUGCUCAAGGCCGCCAUCGAGUACGGCGGCCCGGCGCUGGUCGACAUCAUCGUCCAGCCGCUGCAGGAAGCGGCGGCCCCGGUCAGCCAGUGGAUGGGCUGAGGCCCGCUUCCUCGAACACGACACGGGCGGGCACAUGACCAGAACAGAACCGGACCAACCGAUGGGCGCGGCUCCGG
BPP GUGCUCAAGGCCGCCAUCGAGUACGGCGGCCCGGCGCUGGUCGACAUCAUCGUCCAGCCGCUGCAGGAAGCGGCGGCCCCGGUCAGCCAGUGGAUGGGCUGAGGCCCGCUUCCUCGAACACGACACGGGCGGGCACAUGACCAGAACAGAACCGGACCAACCGAUGGGCGCGGCUCCGG

b)

Bpro FREkkokkokokkokkokokok ok koo okok ok x x x * AUGUUCGAAAACAGUGCGUUUCGAGUCUUGCGACGGCGAAACCAGUCCAGGGUGGUGUUGGACAAGAUGCGCUGAAACAGCAUGGGGAGUUCGGCGGCAGGCUUGUCGCCAUAGUGCUGCGCCAGCUUCAUCAUGCUGUCCUGAACAAUAUC
azO  KFFFKk KKk kK ok kX ok ok ok ok Xk X * AUGUUCCGUUCCGCUUCCCUUCCUGUCGUAGCCCUGUCCGUACGCGUAGUAGUAGGCGUAGGCGGUCGCGCGUCGUAGCGGAUAAGGGCACAGGCAAACCACAGCAUUCCCCAACCCCCGCCGGCGCGAAAUGCCGGCGGGGGUUUUUGUUUUUC
Daro AUGAACGCUCCCCGUACCGCCCACCGCUCCAACACUGCCCGCGCAGUGCUGCCGGUCGUCGUACGUGUAGUCGUCGUAAGCGUCGUUACGGACACGCCGUCGCGGAUCGGGUAAGCAGAAGCAGCACAGAACCCC*AACCCCCGCCGGCGC*AAACCGGCGGGGGUUUUGUUUUGGL™ *

c)
STIAU GUGCAGGCCCUCGUCCUCGUAGUAGGCGGAGAGCUCCUUCUUGCGCGCCUUCUUGCGCAUGGGGGCGGGCCGCCGUUCUGAGUCGGGAGAAAUCCUCCCCAGGCCGGAACGAAUCAGCCCCGCCCCCGGAAACGGUGGCGGGGUUUUCGUUUUUCGGCUCCCAAAAACCCGUGAUUCG
DP AUGGCUUAUACUUCUGUAAUUGUAUACUUUUCAUGCUUUCUCCUUUUGGCAAUCCCGUAACAAAAAAAAAGGCCCCGGUUUUUCAACCGCGGCCUUUAGAUCAACUUAUAUAGUAGACAAACAAAACUAAUAAAUUUCUCUCCAGACCGCGCAAGGGCGGAGCAAUAAUAGGCAUGCU

Gura  *xx xRk xxxxk ok AUGGUCCCUGCCGGGGCAUCGCUGACCGAGAUGGUGCUCGCAUCCUGAGGUAAUGUUCGUAGAGGCGAUCCUCGUGAUCGCCCGAUUGCUGGGCGAGUACAAGAUUCGUCCCUACAGCGAUUUCGGAGGAUUUUC
Ppro  *kkEkkokodkokokkokokokodkokok ok xok kol ok ko ok ok * CUGGUGAUUUUGUCAUUUCCUGAUCCCUGAAAUGAUGUUGCUCUGGUGUCAGACACGUUUUUCCCAGAGAACUCUGUGCCCUCUGUGGCUAUGUACAUUUUCCCGGUUCAUGUUUGCGGAUGGAGUGAUGGU
Sfum AUGCGUCGCCGCCCGAGAUGGAGCGGGGCAGUCGAUCAGCUCUUGAUUUUCGGAGUCAAUCCAUCAUUAUAAGGACCUUUAAUCUGGGAGCUCACCGGCGGCGAUGCCAUCAUCACGACGGAAGUGGGCCAGCACCAGAUGUGGACCGCCCAGUUCUUCGAAU




