
Fig. 33. Classic attenuation regulation of gene leuA in: a) α-proteobacteria, b) β-proteobacteria, c) δ-proteobacteria. Designations as in Figure 4. 
 
a) 
Caul  ************************AUGAACGUCGCGCGCCAACUGCUUUCGCUUCGGCUUACCAACCCCUGGGCGCUCUAGGGGCACGC*UUCGUCGUGGCCGGGCGCGCAGGGGAUGACUGAUCCAUCGCCGCCCCGCACGCAGACACCUUCCGACGAGUAGCUCC* 
CC    ************************AUGACUGUCACGCGCGACCUGCUUUCGCUUCGGCUUAUCAGCCCCUGGGCGCUCUAGGGGCCGCGCAUCGUCGUGGCCGGGCGCACAGGGGAUGAUUGAACCCGCAGCCCGCACGCAGACACACCCCUUUCGACGAGUACUUUC 
blr   GUGGCUCUGGCCGCCGCCACGAUCCCGGCCGCGCUGCUGCCCACCCUCCUUCUUGGCGGCCUUCUUCUUACUUGCCCCUGAGGGCCGGCUGGGCGCCACGCGCCUGGGCGCUCAGGGGUUGGUCGAGAUCACCGGACACCUCAAGCGCCCAGCACUGAACGGCGCAAA 
SPV1  ******AUGAACUUUUAUACGCACACAUCCGUUUUUACGCGUCAGUACCUGCUACUGCGACUACGGCUGUGUGUCUGCUGAACGCGUUUCAGUAACAGAUAUACAGGCCGCGCUUACCCCGCGGCCUUUUUUUAUGCCCUGUUUGAGUUGCUAAUCUGAGG******* 
. 
b) 
Bxe   ACCCUAUCGCUACUACUAGCCCGCUCCACCGGGCUAGGUCUGCUGCUGCGCGCUUCCGUCUGAAACACCCGAAGCACCGCUCAAUUCCCCAGUAACUGACCCAGCCCCGGUUUCCGACCGGCGGCCCAGUUAUGUCUUUUCG************************** 
Bphyt ***CUAUCGCUACUACUAGCCCCCUCUACCGGGCUAGGUCUGCUGCUGCGCGCUUCCAUCUGAUACACCCGAAGCACCGCAAAAUUCCCCAGUAACUGACCCAGCCCCGGUUUUCGACCGGCGCCUCGUCAUGUCUUUUCGUCGUCCG******************** 
Bpro  ******************AUGAAACAAAUUUCGCUUGCACUAUUGCUAUCUGCCAACGGGCGGAGACGGUAGCGCGCACG*******CGUACACCCAAUUCAACGGCCCGUUUGC**AACAGCAACGGGCCGUUUUUCUUUGGGUUGCUGGUUUUUGAAAUCUUCAAA 
Daci  ******************AUGCAAUACCUGUCGCUAGCUCUACUACUGAUGUCCAACGGGCAGAGACAGUAGCGCGCGCG*******UACAUACCUACUUUCACGGCCCGUUUGC**ACCAGCGACGGGCCGUUUUGCAUUUGUGGGGUCGC**************** 
Ajs   ******************AUGCAUUUCCUGUCGCUAGCACUACUACUGAACUUGUCCCUCGGGCAGGCAUAGUAGCGCGC***GCGUACACACCUACUUCCCACGGCCCGUGAGC**ACCAGCGACGGGCCGUUUUUGUUUUUCCGGGGUCGCUGGAGCACAGGUCAG 
Mpe   *********AUGACGUUUCGCGCCCGCUUUUCGCUGCUGCUACUGCUAGGAGUGCCCUGCGCGCGCUGAUUGCACACGUC*****CCGUCGUUUCUGCAUCCACGGCCCGCGCGCUUCCUGCUCGCGGGCCGUUUUGUUUAGUCCUCGACCUUCGUAUCUUCGCUGGA 
Ctes  ******************AUGCAAAACCUGUCGCUAGCUCUACUACUAAUGUCCAACGGGCAGAGAAAGUAGCGCGCGCG***UACAAACACACCCUACUUGGCGGCCCGUAGCA***UCAGCGACGGGCCGUUUUUGCUUUUGGGCGUCGCUGGAGCUGGGUUCAAU 
BURPS AUGACCGCAUUUUCCCGCCCCUUCCUUCUUCUAGCCGGUGCGCCGCUACGCGCGCUAGCGCUAGCGCGCCUGCCGCGCUGACCGUUUUCGCCCUCCGUCGAGCUUCGUCUGUUGUCUAGCGUCGCCUGCGGUGGCGCGAGCUUCAUCACGUGUGUUUCCCCAUUCGAC 
. 
c) 
DP     ***************************AUGAACUUUAUCUCUCUCCUCCUACUAGCAUGCCUAUUAUUGCUCCGCCCUUGCGCGGUCUGGAGAGAAAUUUAUUAGUUUUGUUUGUCUACUAUAUAAGUUGAUCUAAAGGCCGCGGUU***GAAAAACCGGGGCCUUUUUUUUUGUU 
SYN    ***GUGGCAAAUAGAGAAAGGGCCGAUAUCCUGUUAGACAGCCUGUUGCUUCUGGGCCUCGCCCUUCUGUGCCUUGCUUUCCAUCGCCCGGUCUUUUCAGGUCAACCGUAAACGAAGAAAAAAAAGAAAAACUGAAAGGCCAUGGGC**GGAAAGCUCAUGGCCUUUUU******* 
Sfum   ******************AUGAUCCAGGCUCUCGUCCUAUCCCUACUUCUUCUCGACCUGAAUGGUCGGACGCGGAGACCUCGUGCCUUUCUCUUGCCCGCGCUCUGAAGCGCGCUGCAUACCGUCCAAACC**UAAGGCCAUGGGG***GAAACUCCAUGGCCUUUUUGUUUU** 
STIAU  ******************GUGUCCGUCGUUGCUCGGGUGGCCGGCCUCCUUCUUGGCGCGCUUCUUCUUCUUCUUGCGCACGGGGCCGGGCCACCGUUCUGAGACUGGAUGAACC*****CCAGGCUGGAACGAAAAGCCCCGCCCCCGGAAACGGAGGCGGGGUUUUCGUUUUUC 
PPSIR1 AUGACCCGGUGCAUCCCCACGACUGCUGCCCUCCUCGGAGCGCGCGACCUACUCGUCCUCGACGGUGGGCUGCUCCUCCUCGUGGAGGUCUGCGUGGUGUGAACUAGGUCCUACGGCACCU******UCCACGCAGACCCACCCGCCA***UUUUGGCCGGUGGUUUUUUUGCGU* 


